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The principle and advantages of Real-time PCR

The article is devoted to the modern methods of molecular diagnostics — polymerase chain reaction in real
time. The components, stages of this reaction, the amplification products visualization techniques and its ad-
vantages are also described. The main components of the Real-time PCR are DNA polymerase enzyme, pri-
mers, DNA template, fluorescent dye, nucleotides. The advantages of Real-time PCR include direct determi-
nation of the presence of pathogens, a high specificity, high sensitivity, universality of the various procedures
to identify DNA and RNA, high speed of analysis, the possibility of the diagnostics of acute and latent infec-
tions, the possibility of pre-clinical and retrospective diagnostics, the ability to conduct analysis with minimal
sample, the possibility of simultaneous diagnosis of several pathogens or abnormal genes in one, the possibil-
ity of research results examining; exclusion of the possibility to the personnel infection. The information
about additives and enhancing agents can be included in PCR amplifications to increase yield, specificity and
consistency are also given in the article.

Key words: Real-time PCR, amplification, nucleic acids, SYBR Green dye, primer, probe, DNA polymerase,
melting curve.

Polymerase chain reaction (PCR) was discovered by Kary B.Mullis in 1983, for which he was awarded
the Nobel Prize in 1993 [1].

PCR is often described as the method by which scientists can find a needle in a haystack, and then build
a stack of these needles. «Needle» is a tiny fragment of genetic material and the PCR not only accurately
detect the fragment, and then, using a natural property of DNA replication (reproduction), it makes a copy of
itself [2].

The PCR-based method is a unique characteristic of both DNA and RNA, the property of nucleic acids
— the ability of self-reproduction, which is reproduced artificially in vitro; it is synthesized only when strict-
ly specific nucleic acid fragments presents [3].

The following components are required for the implementation of PCR:

— a mixture of primers,

— deoxyribonucleotides

— a thermostable DNA polymerase (an enzyme of thermophilic bacteria Termus aquaticus),

— matrix — the test sample nucleic acid is isolated from the biological material in the sample prepara-

tion step,

— Mg” " ions are required for polymerase;

— a buffer solution which provides the necessary reaction conditions — pH, ionic strength of the solu-

tion. It contains salts, bovine serum albumin [4-6].

The above reaction mixture was subjected to repeated cycles of heating — cooling certain number of
times: heating for denaturation and cooling for nucleic acid hybridization or annealing of the primers to syn-
thesize new nucleic acids [4].

The PCR method has a number of advantages compared to many other types of laboratory diagnostic
techniques:

— direct determination of the presence of pathogens;

— a high specificity (about 100 %);

— high sensitivity (detection of a few hundred copies in the sample);

— versatility of the various procedures to identify DNA and RNA [7];

— high speed of analysis;

— the possibility of the diagnostics of acute and latent infections;

— the possibility of pre-clinical and retrospective diagnostics;

— the ability to conduct analysis with minimal sample under study;
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— the possibility of simultaneous diagnosis of several pathogens or abnormal genes in one;

— the possibility of research results examining (electrophoresis photos and reports on the Real-Time
PCR results are stored in a computer database);

— exclusion of the infection possibility to the personnel who is carrying out the PCR process because
material is disinfected by lyses and high temperature [8, 9].

Despite of the advantages PCR method has drawbacks and which, however, are offset by the improve-

ment of analysis methods.

Since the sensitivity of PCR can reach mathematically possible limit (1 copy of template DNA), there is
a high risk of false-positive results due to transfer through the objects and agents of both the template DNA
(less often), and the amplicons (very often) produced in large quantities in many test tubes during daily oper-
ations. Therefore special planning requirements and mode of operation laboratory PCR are developed [10].

Factors causes of false-positive results are the following:

— Cross-contamination from sample to sample (in the processing of clinical samples or digging up of
the reaction mixture), which leads to sporadic appearance of false-positive results;

— Contamination with recombinant plasmids containing the cloned gene sequence to be detected;

— Contamination of amplification products (amplicons) are the most frequent cause of false-positive re-
sults, as in the process of PCR diagnostic amplicons accumulate in large quantities and is very easy to
carry with aerosols and through the instruments, hence, detection of PCR products should be conduct-
ed in an isolated room by employee which is not generating processing of clinical samples and pre-
pares reagents for PCR [11].

One of the most effective ways to combat contamination caused by the hit of the amplicons in the sam-
ple, a gradual transition to fluorescent detection methods of amplification products that eliminates the need
to have the reaction tube opening and extraction [12].

Advances fluorometric technology, as well as the development of the instrument, which measures the
concentration of amplicons directly during the reaction, led to the development of PCR method in real-
time [13,14].

Real-time PCR method includes both amplification and detection. It uses the general principles of
PCR [15]. There are all the reaction steps described above [16].

It is possible the quantification (measuring directly the number of copies, or copies measurement to the
DNA or additional calibration genes) of specific DNA sequences in the sample [17]. This is particularly im-
portant for the anaerobic microorganisms, which is difficult in the case of using classical microbiological
methods of anaerobic microorganisms cultivating [18-20].

Today, the method of quantitative determination of PCR products directly during amplification
(RealTime) becomes one of the most popular methods of gene diagnostics in clinical and scientific re-
search [21].

Real-time PCR using fluorescently labeled oligonucleotide probes for the detection of DNA during its
amplification, and allowing a complete analysis of the sample for 20-60 minutes and it is theoretically capa-
ble of detecting even one molecule of DNA or RNA in a sample [22].

The most important feature of the method is to synchronize the check and amplification. This makes it
possible to evaluate the kinetics of the process, which depends on the initial amount of testing hereditary ma-
terial. If we compare the kinetics of the reaction in the test and standard samples, it can be concluded about
the concentration of the pathogen in the test serum. Usually included software allows carrying out this opera-
tion automatically. It was shown that in comparison to other methods of quantitative PCR diagnostic real-
time PCR is the most effective and least time-consuming procedure [23].

Conducting of real-time PCR requires cycler with special, distinctive feature of which is the ability to
excite and detect fluorescence reflects the accumulation of amplicons on each amplification cycle.

Detection of amplification products

To detect the amplification products in real-time it is using the following most common approach mode:

1. excision of 5' terminal tag (TagManAssay).

This technique is based on the use of 5'-exonuclease activity of the polymerase. The DNA probes which
include a fluorescent tag at the 5'-position and the fluorescence quencher in 3'-position and a phosphate
group at the 3'-position was added to the reaction mixture. These probes have a landing site within the ampli-
fied region. The absorber absorbs the radiation emitted by a fluorescent label, a phosphate group at the 3'-
position blocks polymerase [24].
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In the initial stages the fluorescence is weak, because the product is not very much, so it is difficult to
distinguish from the background. As the product is accumulating, the signal increases exponentially at first,
and then reaches a plateau. The yield on the plateau is due to the lack of a reaction component — primers,
nucleotides, tag. If the reaction product has accumulated too much, the limiting factor may be an enzyme,
and then the dependence of the amount of the product from the cycle becomes linear. It should be noted that
all samples of standard PCR reaction in real time will plateau and reached approximately the same signal
level. Therefore, the endpoint will not say anything about the initial amount of the sample. On the other
hand, in the exponential phase can be traced to differences in the growth rate of the product. Differences in
the initial amount of the molecules affect the number of cycles required for the higher level concepts fluores-
cence noise [25]. Figure 1 shows a diagram of the PCR method with the use of end tags excision using fluo-
rescence analysis in Real-time PCR [24].

thayopecUcHTHAR Fp————

MoAHMCpala

1 — The primers annealing; 2 — Elongation

Figure 1. The principle of real-time PCR [26]

As can be seen from Figure 1, main components of the Real-time PCR are:

— DNA polymerase enzyme

— DNA template

— probe

— quencher

— fluorescent tag

— phosphate group.

2. The use of probes with complementary terminal sequences (molecular beacons)

This method differs from that was described above in that the end of the probe sequences are mutually
complementary region, so they collapse and form a hairpin at primer annealing temperature. The inner region
of the probes has a nucleotide sequence complementary to the amplified region. Probes which are not joined
to a DNA template at annealing of primers remain in «to collapse» condition, so that a fluorescence quench-
ing. Those probes that anneal to the matrix, deployed, and a fluorescent tag and a quencher go in different
directions. Thus, the light intensity increases.

3. The use of 2 probes with resonance energy transfer (Light Cycler assay)

— OJITHOBPEMEHHO J[Ba 30H1a

— (ocdarHas rpymnma

— racurenb

— YTIIEBOJIBI

— JHK-matpuna

— TPOIIECCHI TEPEHOCA SHEPTHU W CBEUCHHUSL.
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This method for detecting of the amplification products accumulation is shown in Figure 2, has high
specificity, as the fluorescence increase occurs in binding to a complementary amplicons immediately 2
DNA probes. The principle of the method lies in the transfer of energy from one fluorophore located at the 3°
end of the first probe to the second fluorophore, located on 5° end of the second probe, the distance between
fluorophores is 1-3 nucleotides. The scheme of the Real-time PCR with the resonance energy transfer is
shown in Figure 2. The following components are using:

— two simultaneous probe

— phosphate group

— quencher

— carbohydrates

— DNA template

— energy transport and fluorescence processes.

The scheme of the Real time PCR with the resonance energy transfer is shown in Figure 2.

’ 30HA I

| pLE

AHK

MePpCHOC IHEPTHH CBCHCHHO

PpAayopecUeHTHARA

Figure 2. The scheme of the Real-time PCR with the resonance energy transfer [26]

When both probes simultaneously bind with the DNA template the radiation emitted by the first
fluorophore is transferred to the second fluorophore, and its radiation is detected by the device. Thus, the
specificity of the assay is increased [27].

4. The use of intercalating agents

This detection method is based on the fact that the fluorescence of ethidium bromide and SYBR Green |
significantly increase when they are introduced in a double-stranded DNA molecule. Schematic representa-
tion of amplification process with using intercalating agents (SYBR Green I) is shown in Figure 3.

1 SYBR Green I

CBCHCHHC

Figure 3. PCR using intercalating agents [26]
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Thus, it is possible to observe the accumulation of amplification products [28].

It is important to note that the increase in fluorescence may be due to the accumulation of a specific
product, and non-specific (primer-dimers, the downward smearing). To obtain correct results, it is necessary
to study obtained additional amplicons by constructing so-called «melting curve».

Melting curves

To construct melting curve after the PCR reaction mixture is heated and continuously measure fluores-
cence. Upon reaching the melting temperature of amplification product fluorescence decreases dramatically.
Figure 4 is a graph showing a melting curve as a function of temperature. The ordinate shows fluorescence.

d®/dT

drnyopecueHuns

Tm 1 Tm'2
TemnepaTypa

Figure 4. The melting curve [27]

Each sharp decrease in fluorescence on the graph corresponds to the number of bands obtained on elec-
trophoresis, i.e. the number of different types of amplicons. To facilitate the handling of the information re-
ceived to carry out differential melting curve analysis. This method of visualization of the data is much easi-
er to understand and analysis [29].

The use of melting curves is not limited to only detection of amplification products using ethidium
bromide and SYBR Green [.When melting curves are used in systems with a DNA probe (Taq-manassay,
beacons) it is possible to distinguish point mutations located within the binding regions of the template DNA
and the probe. The presence of such mutations can lead to a change of probe melting temperature and a
change in the melting curve graph. Use melting curve does not require from thermocycler operator any addi-
tional manipulation with tubes and interpretation of the data is automated and formalized [30].

Dyes for Real-time PCR

In modern versions of PCR in real time sufficiently long time use multiple fluorescent probes labeled
with different fluorescent dyes — the so-called «multiplex» variants real-time PCR (multiplexReal-
TimePCR). This allows the detection in a single tube multiple PCR products. Which is very convenient in
the case, for example, determining the level of gene expression, when it is possible to take two probes with
different fluorescent dyes to determine the ratio of the gene expression for «housekeeping» gene, in the same
reaction mixture for the same sample. In many modern devices for RT PCR detection of multiple variants of
fluorescent dyes are provided simultaneously. For detection of the fluorescent signal of each dye comes
within a certain range (channel) for it. This range is selected so as to detect the signal of only one dye, nor
get into the neighboring region.

Channels are usually called by the name of the dye, the maximum of which they are detected. To date,
five channels are well known:

1. Channel FAM / SybrGreen

2. Channel JOE / HEX

3. Channel TAMRA / Cy3

4. The channel ROX / SuperROX

5. Channel Cy5
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The most common options of multiplex Real-Time PCR: two channels — FAM and HEX, on three
channels — FAM, HEX and Cy5, on four channels — FAM, HEX, ROX and Cy5 [31].

Figure 5 shows the fluorescence spectra of four dyes: FAM, HEX, ROX, and Cy5. As can be seen, by
setting the device on detection of the fluorescence signal at the maximum of each dye, the other dyes in this
peak will have very low fluorescence and can be neglected. Thus, in this case, we can get four independent
channels for use in multiplex Real-Time PCR.
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Figure 5. Fluorescence spectra for the four basic dyes: 1 FAM, 2 HEX, 3 ROX and 4 Cy5

It is not necessary that the name of the channel coincides with the name of the dye, the main thing to
use dye spectrally matched channel response. For example, the channel can use probes JOE dye HEX or
VIC. Select a suitable dye for use in PCR in real time is difficult, as it is necessary that it have good spectral
properties, i.e. fluoresce in the desired range of its channel, and does not fluoresce in adjacent channels. It is
also very important is its chemical and photostability and the possibility of use in the synthesis of oligonu-
cleotides [31].

Absorbers for Real-time PCR

Today, there are already quite a few different quenchers, which are used for Real-time PCR. The main
objective of such a quencher to do the initial (background) value of fluorescence of the probe as little as pos-
sible, in order to then as a result of PCR, the probe «broke» the best way possible. For this purpose extin-
guisher should have a substantial absorption capacity (molar extinction) in the range of fluorescence corre-
sponding fluorescent dye it. For Tagman type probe, in which the dye and the quencher molecule are sepa-
rated in space, effective quenching is achieved by appropriate selection of the quencher fluorescent dye spec-
trally [32].

PCR enhancers

A variety of additives and enhancing agents can be included in PCR amplifications to increase yield,
specificity and consistency. Agents include: dimethyl sulfoxide (DMSO), N, N, N-trimethylglycine
(betaine), formamide, glycerol, nonionic detergents, bovine serum albumin, polyethylene glycol and
tetramethylammonium chloride. These additives have beneficial effects on some PCR amplifications; how-
ever, it is not possible to predict which agents might be useful for a particular target. PCR amplifications
specificity was improved by formamide, but not DMSO (1), and reactions in which DMSO was more effec-
tive than formamide at increasing yield and specificity. Several agents that facilitate product formation in
PCR amplifications are now commercially available. These agents alter the melting characteristics of DNA.
Their identities, however, are not revealed by the respective suppliers [33].
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Based on all the above facts it can be distinguished advantages of Real-time PCR:

— High sensitivity, specificity and universality;

— Guaranteed absence of contamination (contamination of samples) as well as the registration result of

the analysis is carried out directly through the wall of the reaction tube;

— The possibility of simultaneous detection of multiple pathogens in a single test tube (multiplex reac-

tions);

— The ability to analyze point mutations;

— Simplifying the process and reducing the analysis time;

— Reducing the requirements for the organization of PCR laboratory — the ability to accommodate all

lab areas in the same room,;

— Automation and standardization of the results registration;

— A measure of the initial DNA template;

— Reducing of the analysis time for 2—3 hours;

— Registration of data in electronic format.

Thus, thanks to the savings of production space, reducing the number of personnel and the demand for
the quantitative determination of DNA / RNA, overcoming contamination of amplification products, this
method in recent years have been used successfully in the largest sanitary-epidemiological, diagnostic and
research centers in the developed countries of the world, replacing the PCR in its «classic» format.

References

1 @edopos H.A. T'enoauarnocruka unpexuuu merogom [P // Menuatpus. — 1995. — Ne 4. — C. 69-70.
2 [3P]. Pexxum nocryna: www.medlab.scn.ru.

3 Mullis K.B., Erlich H.A. Primer-Directed Enzymatic Amplification of DNA with a thermostable DNA Polimerase // Science.
— 1988. — Vol. 239. — P. 487-491.

4 Kaneoun A.C., Curocapenxo A.I., I'opoodeyxuii C.H. // Bnoxumus. — 1980. — Ne 45. — C. 644-651.

5 Ahsen N., Wittwer C., Schiitz E. Oligonucleotide melting temperatures under pcr conditions: nearest-neighbor corrections for
Mg2 +, deoxynucleotide triphosphate, and dimethyl sulfoxide concentrations with comparison to alternative empirical formulas //
Clinical Chemistry. — 2001. — Ne 47 (11). — P. 1956-1961.

6 Sharkey D.J., Scalice E.R., Christy K.G., Atwood S.M., and Daiss J.L. Antibodies as Thermolabile Switches: High Tempera-
ture Triggering for the Polymerase Chain Reaction // Clinical Chemistry. — 1994. — P. 12—-15.

7 Joseph Sambrook and David W.Russel. Molecular Cloning: Amplification of DNA by the Polymerase Chain Reaction A La-
boratory Manual. — 2001. — Vol. 11. — P. 576-580.

8 Rabinow, Paul. Making PCR: A Story of Biotechnology // DNA-technology — 1996. — P. 113.
9 Mullis, Kary. Dancing Naked in the Mind Field // Biotechniques. — 1998. — P. 223.

10 O6 yrBepxnennn CaHuTapHBIX NpaBiil «CaHUTapHO-3MUAEMUOTIOTHYSCKUE TpeboBaHus K aboparopusmy» // IlocTanosie-
Hue IIpaButenscTBa PK. —2012. — Ne 13.

11 Morse.S., Beck-Sagyu K.M., Mardh P.4A. Recommendations for the laboratory diagnosis of diseases, sexually transmitted dis-
eases. Diseases, sexually transmitted diseases / Mir. — 1998. — Vol. 53. — P. 324.

12 3opuna B.B. OcHOBBI nonuMepasHoii nenHoit peakuuu. — M.: JJHK-Texuonorus, 2012. — C. 76.

13 Higuchi R. Kinetic PCR Analysis. Real-time monitoringof DNA amplification reactions. Biotechnology. — 1993. — Vol. 11.
— P. 1026-1030.

14 Bustin S.A. Absolute quantification of mRNA using realtimereverse transcription polymerase chain reactionassays // Journal
of Molecular Endocrinology. — 2000. — Vol. 25. — P. 619-626.

15 Nolan T, Hands R.E., Bustin S.A. Quantification of mRNA using real-time RT-PCR // Nat. Protoc. — 2006. — Vol. 1. —
P. 1559-1582.

16 Boutaga K, Winkelhoff A.J. Validation of Gene Expression Data by Quantitative Real Time PCR, Maurizio Provenzano and
Simone Mocellin. — 2007. — Vol. 181:12. — P. 8711-8718.

17 VanGuilder H.D., Vrana K.E., Freeman W.M. Twenty-five years of quantitative PCR for gene expression analysis //
Biotechniques. — 20008. — Vol. 44. — P. 619-626.

18 Behl Y., Siqueira M., Ortiz J. et al. Activation of the acquired immune response reduces coupled bone formation in response
to a periodontal pathogen // Immunol. — 2008. — Vol. 181:12. — P. 8711-8718.

19 Boutaga K., Winkelhoff A.J., Vandenbroucke-Grauls I.S., Savelkoul P. Comparison of Real-Time PCR and Culture for Detec-
tion of Porphyromonasgingivalis in Subgingival Plaque Samples // Clin Microbiol. — 2003. — Vol. 41:11. — P. 4950-4954.

20 Kumar P.S., Griffen A.L., Moeschberger M.L., Leys E.J. Identification of candidate periodontal pathogens and beneficial spe-
cies by quantitative 16S slonalanalysis / Clin Microbiol. — 2005. — Vol. 43. — P. 3944-3955.

21 Godfrey T., Norwood D., Shaad N. Real-time PCR // Emerging Application. — 2002. — Vol. 273. — P. 221-228.

40 BecTHuk KaparaHauHckoro yHvusepcuTeTa



The principle and ...

22 Wittwer C.T., Garling D.J. Rapid cycle DNA amplification: Time and temperature / Analytycal Biochemistry. — 1999. —
Vol. 273. —P. 221-228.

23 Bustin S.A. Absolute quantification of mRNA using realtime reverse transcription polymerase chain reaction assays // Journal
of Molecular Endocrinology. — 2000. — Vol. 25. — P. 319-323.

24 Burkardt H.J. Standardization and quality control of PCR analyses // Clin Chem. Lab. Med. — 2000. — Ne 38 (2). — P. 87-91.

25 The real-time polymerase chain reaction Mikael Kubista, Jose' Manuel Andrad, Martin Bengtsson, Amin Forootan, Jiri
Jona'ke, Kristina Lind, RadekSindelkae, Robert Sjo back, Bjorn Sjo green, Linda Strombom, Anders Stahlberg, NevenZoric // Mol.
Cell Probes. — 2006. — Vol. 273.

26 [ER]. Access mode: http://menshealth.ua/article.php? id=genodiag&type=701.

27 Perelle S., Josefsen M., Hoorfar J., Dilasser F., Grout J., Fach P. A LightCycler real-time PCR hybridization probe assay for
detecting food-borne thermophilic Campylobacter // Mol. Cell Probes. — 2004. — Vol. 18 (5). — P. 321-327.

28 Singer V.L., Lawlor T.E., Yue S. Comparison of SYBR Green I nucleic acid gel stain mutagenicity and ethidium bromide mu-
tagenicity in the Salmonella / mammalian microsome reverse mutation assay // Mutation research. — 1999. — Vol. 439 (1). —
P.37-47.

29 Bernard P.S., Pritham G.H., Wittwer C.T. Color multiplexing hybridization probes using the apolipoprotein E locus as a
model system for genotyping // Analytycal Biochemistry. — 1999. — Vol. 273. — P. 221-228.

30 Heid C.A. Real-time quantitative PCR // Genome Res. — 1996. — Ne 6. — P. 986-994.
31 Watzinger F., Lion T. Multiplex PCR for quality control of template RNA / cDNA in RT-PCR assays // Leukemia. — 1998.
— Vol. 12. —P. 1983-1986,

32 Fuchs B., Zhang K., Rock M.G., Bolander M.E., Sarkar G. Repeat cDNA synthesis and RT-PCR with the same source of
RNA // MolBiotechnol. — 1999. — Vol. 12. (3). — P. 231-235.

33 Frackman S., Kobs G., Simpson D., Betaine D. and DMSO: Enhancing Agents for PCR // Storts Promega Notes. — 1998. —
Vol. 65. —P. 27-31.

A.A. Konosanosa, A.C. Maunkan, A.B. Xoakos, ['.I1. [Torocsn, A.I'. XKymuna, P.I'. Oranecsin

Ha¥bI3 yakbITTaFbI NOJUMeEPa3aJibl Ti30eKTi peakuus MPUHIMITI
MeH apThIKIIbLIBIKTAPbI

Makana MOJIeKyJIadbIK AUarHOCTHKAHBIH 3aMaHayH OMICi — HaFbI3 yaKBITTAFbl IOJIMMEpa3aibl Ti30eKTi
peakiusira (IITP) apuanran. Maxkanaga OHbIH KOMIIOHEHTTEpi, Ke3eHAepi, amMmuinuKaius eHIMIepiHiH
BU3yanu3anus aaicrepi sxone [ITP apThiKmbUbIKTaph! KapacTeipbutrad. Harbi3 yakeirrarst [ITP-nbiH Herisri
komnoneHtrepi 6ossin JJHK-nonumepasa depmenti, npaiimepiep, JHK-matpuna, GpayopecueHtTi 60sFbIL,
Je30KcupuboHyKiIeoTuaTep Tadbbuiaapl. OChl SAICTIH apTHIKIIBUIBIKTAPbIHA MATOTeHHIH Oap GOJIybIH Tikenein
aHBIKTay, apHAMIBLIBIFBI, ce3iMTanasuibFbl, JJHK men PHK-HBI anBIKTaY ic-ITapanapblHBIH oMOEOANTHUIBIFH,
TaJiayAbIH >KbUIIAMABLIBIFBL, XKEEN )KOHE JIATeHTTI HHQEKIISIap (bl aHBIKTay MYMKIHJIT], KIMHUKAFa JeHiH
JKOHE PETPOCIICKTUBTI JUATHOCTHKA MYMKIHJIT, YITiHIH MHHHUMAJIABI KeJIEMiH Tajjgay MeH Oip yirige Oip
yakpITTa OipHelle IaToreH HeMece aHOMAAb!l I'eHAl AWArHOCTHKAnay MYMKIHAITI, Tanmay HOTIKeIepiH
3epTTey MYMKIHJIri, IMepcoHaFa JKYFy MYMKIHAIriHiH OoiMaysl xatafpl. COHBIMEH Katap aBTOpJIapMEH
pEaKLHAHbIH LIbIFbIMbI, aPHAHIIBIIBIFEI MEH COMKECTININH apTTHIPY YIIIH KOJlaHyFa GoJIaThIH KOCBUIBICTAp
MEH areHTTep Typajbl MIIMET YChIHBUIFaH.

A.A. Konosanosa, A.C. Maunkan, A.B. Xoakos, ['.I1. [Torocsn, A.I'. XKymuna, P.I'. Oranecsn

IIpuHUMI U IPpEeMMYIIECTBA MOJUMEPA3HOU HEIHOW peakuuu
B peajJibHOM BpPEeMEHHU

CraThsl MOCBSIIEHAa COBPEMEHHOMY METOJly MOJIEKYISIPHON AMAarHOCTHKH — IOJUMEPa3HOH eMHOH peak-
i (IILP) B peansHOM BpemeHH. OnucaHbl KOMIOHEHTHI, 3TAMbl, METOABl BU3yalu3allud MPOAYKTOB aM-
WIMpUKAIUKd ¥ ee IpeuMyllecTBa. BoiieneHsl ocHOBHbIe KoMioHeHTHI [IIIP B peassHOM BpemMeHm —
(epmeHT JHK-nonumepasa, npaiMepsl, JHK-maTpuua, ¢uryopeceHTHBII KpacHUTellb,
ne3okcupubonykieotuasl. [Tokazans! npenmymiectsa [P B peansHOM BpeMeHH — IpsIMOE OIpeleIeHe
NIPUCYTCTBUSL TIATOT€HA, BBICOKAS CHENU(HUIHOCTh, UYBCTBUTEIBHOCTb, YHHBEPCAJIBHOCTH IIPOLEIYP
onpeneneuus JJHK um PHK, BbIcOKas CKOpPOCTh aHalnM3a, a TaKKe BO3MOXKHOCTb JUATHOCTHKU OCTPBIX U
JIATEHTHBIX HMH(EKIUH, AOKIMHUYECKOH M PETPOCNEKTUBHOM JUAarHOCTHMKH, BO3MOMKHOCTh aHalM3a IpU
MHHHMAJIbHOM ~KOJM4YecTBE 00pasia, OJHOBPEMEHHOW JUAarHOCTUKH HECKOJBKHUX TIaTOr€HOB WIIN
AaHOMAJIbHBIX T€HOB B OJHOM 00pa3lle, BO3MOXKHOCTb H3Yy4YEHHUs pEe3ylbTaTOB aHallM3a, MHCKIIIOUEHHE
BO3MO)KHOCTH MH(UIMPOBaHUS NEpcoHaNa. B craThe Takke mpejacraBieHa MHGOpPMALUS O COSIMHEHMAX M
areHrax, KOTOpble MOTYT OBITH HCIHOJIB30BAaHBI IJISI TOTO, YTOOBI YBEJNHYHUTH BBIXOA, CHEHU(PHIHOCTH U
COINIACOBAHHOCTb PEAKLIUU.
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